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• Artificial proteins can be useful in antiviral,

enzymatic or clinical fieldwork

• The mini–Fluorescence Activating Protein

(mFAP) which binds to a small, fluorescent 

molecule known as 3,5-difluoro-4-

hydroxybenzylidene imidazolinone 

(DFHBI) 

• Upon binding, it stabilizes the chromophore in

a planar-Z conformation, enabling it to 

fluoresce 
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